Microbial contamination of milk can lead to undesirable effects on texture, color, odor, or flavor that result in shorter shelf life. It may also cause serious illnesses in consumers if it contains over than standard limit of these parameters. In this data, we evaluate the total bacterial count (TBC) and somatic cell count (SCC) of raw milk in East Azerbaijan province using BactoScan and Fossomatic equipment, respectively. According to the 30 points selected in the province map, the 10,800 samples were collected during a oneyear period. Microbiological results in this data show heavy contaminations of milk samples with TBC indicator (73.6%), while SCC in only 6.4% samples were over the recommended levels by the Iranian standard. Therefore, it is necessary to take attention in order to control of these microbial parameters especially TBC during of milk production to avoid the potential risk of high microbial contamination.
Specifications table

Subject area
Microbiology More specific subject area Raw milk and microbial quality. Table, figure How data was acquired BactoScan (FOSS, Denmark), and Fossomatic (FOSS, Denmark) equipment Data format Raw, analyzed.
Type of data
Experimental factors
Raw milk samples were taken from collection centers and stored within the sterile bottles at 4°C and then transported to the laboratory. In the laboratory, the samples were maintained below 4°C until analysis for microbial parameters [1] .
Experimental features
Total Bacterial Count (TBC) and Somatic Cell Count (SCC) were determined using BactoScan and Fossomatic equipment respectively. Value of the data TBC and SCC are the important factors to evaluation of the microbiological quality of raw milk, therefore, these data can be used for assessment of milk quality.
Data from this research can be used for determination of the microbial quality of raw milk by the Food and Drug Administration, Iran.
Data shown here can be useful for microbial evaluation of raw milk by the Ministry of Agriculture, Iran.
Data
The data available in Tables 1 and 3 show the total bacterial count (TBC) and somatic cell count (SCC) indicators of raw cow milk from 30 collection centers during 12 months respectively. In addition, the status of measured parameters is shown in Tables 2 and 4 . Samples were measured during a month long period and averages were reported separately for each collection center.
Experimental design, materials, and methods
Study area description
The center of East Azerbaijan province is the Tabriz that located at 46°18 0 13.47" N and 38°4 0 42.52" E and is 1401 m above sea level. The province located in the North West of Iran Fig. 1 . According to the census of Iran in 2017 the population of this province was 3,900,000 people.
Determination of microbiological contaminant in raw milk
Here, samples were collected from 30 collection centers selected in different regions of East Azerbaijan province, Iran. A total of 10,800 samples (each sample 250 ml) were taken every morning during a year from January-December 2017 to test for microbial quality. The samples were transported to the laboratory in sterile bottles at 4°C. Then, we assessed the microbial indicators within 4 h of collection.
In the laboratory, the analyses of the milk microbial composition included TBC and SCC and the samples were divided into two vials. Then, half of the vials were used for TBC analysis by BactoScan and the other half were analyzed for SCC using the Fossomatic. According to the Institute of Standards and Industrial Research of Iran, the standard limits for TBC in raw milk were divided into four groups (excellent r 4.48, First-grade 4.48-5, Second-grade 5-5.70, and Third-grade 5.70-6 log 10 CFU/ml), and four SCC groups (excellent r 5, First-grade 5-5.30, Second-grade 5.30-5.60, and Third-grade 5.60-5.70 log 10 cell/ml) [1] [2] [3] [4] [5] [6] [7] [8] [9] [10] [11] . Statistical analyses were carried out using SPSS software, version 22. The results of TBC and SCC were expressed as CFU/ml and Cell/ml respectively, in addition, transformed into base-10 logarithm. 
